In the title compound, C 29 H 23 ClN 2 O, the 5-chlorophenol ring and the imidazole ring are nearly coplanar, with a dihedral angle of 15.76 (9) between them. The ethylphenyl ring and the two phenyl rings subtend angles of 71.09 (7), 43.95 (5) and 36.53 (9) , respectively, with the imidazole plane. An intramolecular O-HÁ Á ÁN hydrogen bond supports the molecular conformation, and an intermolecular C-HÁ Á ÁO interaction, originating from an ortho-phenyl H atom, stabilizes the packing arrangement. In addition, a weak C-HÁ Á Á interaction, also involving an ortho-phenyl H atom, is observed.
Structure description
The imidazole moiety is known to play an important role in biological systems being a part of the histidyl residue in peptides and proteins (Sigel et al., 2000) . Multi-substituted imidazoles are an important class of heterocyclic compounds that exhibit diverse biological activities such as anti-inflammatory (Gaonkar et al., 2009) , antileishmanial (Bhandari et al., 2010) and anticancer (Ozkay et al., 2010) activities. As part of our ongoing studies in this area, we herein report the synthesis and crystal structure of the title compound, 4-chloro-2-(1-(4-ethylphenyl)-4,5-diphenyl-1H-imidazol-2-yl)phenol (Fig. 1) . The 5-chlorophenol ring, two phenyl rings and the ethylphenyl ring are substituents on the central five-membered imidazole ring (C1/N2/C3/C2/N1). The imidazole and the 5-chlorophenol rings are close to coplanar with a dihedral angle of 15.76 (9) between them. The imidazole ring subtends at dihedral angles of 71.09 (7), 43.95 (5) and 36.53 (9) with the ethylphenyl ring and the two phenyl rings (C18-C23 and C24-C29), respectively. A strong intramolecular O1-H1Á Á ÁN1 hydrogen bond is formed between the O1 atom of the 5-chlorophenol group and atom N1 of the imidazole ring (Fig. 2) , forming an S 1 1 (6) data reports graph-set motif, which stabilizes the close to coplanar arrangement of the imidazole and phenol rings. In the crystal, atom C19 of the phenyl ring and the hydroxyl O1 atom of the phenol group are involved in a weak C19-H19Á Á ÁO1 i interaction that links the molecules along the a-axis direction (Fig. 2 ). Thus the hydroxyl O atom acts as both a hydrogen-bond donor and an acceptor. The crystal structure is further consolidated by a C15-H15Á Á ÁCg ii interaction with the aryl ring (Table 1, Fig. 2 ).
Synthesis and crystallization
The title compound was synthesized by the one-pot reaction of benzil (10 mmol), 4-ethylaniline (10 mmol) and 5-chloro-2hydroxybenzaldehyde (10 mmol) with ammonium acetate (10 mmol) in a glacial acetic acid (20 ml) medium. The mixture was refluxed for 5 h at 343 K, the progress of the reaction being monitored by TLC. After completion of the reaction, the mixture was cooled to room temperature and poured into 100 ml of ice-cold water. The resulting precipitate was filtered, dried and further purified by column chromatography (7:3 petroleum ether:ethyl acetate) and isolated in good yield (85%). The product was recrystallized from ethanol solution. IR (KBr) (cm À1 ): 3448.63 (OH), 1947.51 (C C), 1601.84 (C N). 1 H NMR (CDCl 3 ): 1.242 (t, J = 7.2 Hz, 2H), 2.64-2.68 (q, J = 7.2 Hz, 3H), 7.09-7.26 (m, 13H), 7.50-7.52 (m, 4H), 6.34-6.35 (s, 1H). GC-MS (EI, 70 eV): m/z: 450.95. Table 1 Hydrogen-bond geometry (Å , ).
Cg is the centroid of the C4-C9 aryl ring. Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 2; (ii) Àx þ 2; Ày þ 1; Àz þ 2. Computer programs: SMARTand SAINT-Plus (Bruker, 1998) , SHELXS97 (Sheldrick, 2008) , SHELXL2018 (Sheldrick, 2015) and ORTEP-3 for Windows (Farrugia, 2012) .
Figure 1
The molecular structure of the title compound with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. H atoms are represented as small spheres of arbitrary radius.
Figure 2
Unit-cell packing of the title compound showing the intramolecular O-HÁ Á ÁN interactions, intermolecular C-HÁ Á ÁO interactions and intermolecular C-HÁ Á Á interactions as dotted lines. H atoms not involved in hydrogen bonding have been excluded.
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full crystallographic data . where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.26 e Å −3 Δρ min = −0.29 e Å −3 Extinction correction: SHELXL2018 (Sheldrick, 2015) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.0135 (11) data-2 IUCrData (2020). 5, x191690
Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. H atoms were placed at calculated positions in the riding-model approximation, with O-H = 1.00 Å and C -H = 0.93, 0.96 and 0.97 Å for aromatic, methyl and methine H atoms, respectively, and with U iso (H) = 1.5U eq (C) for methyl H atoms and 1.2U eq (C) otherwise.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 1.10374 (7) 0.46682 (6) 1.17331 (2) 0.0588 (2) 0.0686 (10) 0.0383 (8) 0.0474 (9) −0.0101 (7) −0.0079 (7) 0.0039 (7) N1 0.0487 (10) 0.0358 (9) 0.0348 (8) −0.0001 (7) −0.0034 (7) 0.0022 (7) N2 0.0440 (9) 0.0315 (8) 0.0318 (8) −0.0011 (7) −0.0006 (7) 0.0009 (6) C1 0.0424 (10) 0.0343 (10) 0.0326 (9) 0.0000 (8) −0.0008 (8) 0.0025 (8) C2
0.0400 (10) 0.0363 (10) 0.0311 (9) 0.0031 (8) 0.0011 (8) 0.0010 (8)  C3 0.0414 (10) 0.0362 (10) 0.0316 (9) 0.0025 (8) 0.0006 (8) 0.0026 (8) C4 0.0421 (10) 0.0335 (10) 0.0336 (9) 0.0027 (8) 0.0027 (8) 0.0030 (8) C5 0.0450 (11) 0.0380 (10) 0.0372 (10) 0.0005 (9) 0.0043 (8) 0.0021 (8) C6 0.0543 (12) 0.0377 (11) 0.0433 (11) 0.0023 (9) 0.0086 (9) 0.0089 (9) C7 0.0515 (12) 0.0488 (12) 0.0347 (10) 0.0112 (10) 0.0051 (9) 0.0110 (9) C8 0.0416 (10) 0.0466 (12) 0.0320 (10) 0.0096 (9) 0.0020 (8) −0.0016 (9) C9 0.0441 (11) 0.0364 (10) 0.0370 (10) 0.0052 (8) −0.0001 (8) 0.0020 (8) C10 0.0372 (9) 0.0331 (9) 0.0304 (9) 0.0013 (8) 0.0004 (7) −0.0011 (7) C11 0.0377 (10) 0.0483 (12) 0.0373 (10) −0.0013 (9) 0.0076 (8) 
